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Na-hyaluronate, 1543 

Nitrogen-15, 1065 

NMR, 1125, 1155 

NMR relaxation rates, co-ion 
dependence, 691 

NMR relaxation rates, field 
dependence of 
magnesium-25, 691 

NMR spectroscopy, 21, 171, 
273, 709, 869, 1433 

NMR studies, 963 

NOE simulation, 1125 

NOESY, 1079, 1477 

Nonlinear dynamics, 143 

Normal coordinate, 1065 

Normal mode(s), 759 

Normal mode analysis, 321, 
1377 

Nuclear magnetic resonance, 
calculation of ensembles, 
559 

Nuclear magnetic resonance, 
ensemble averages, 559 

Nuclear magnetic resonance 
(NMR), 1165, 1605, 1615 

Nuclear magnetic resonance, 
structure refinement, 
coupling constants 
restraints, 559 

Nuclear magnetic resonance, 
structure refinement, 
distance driven dynamics, 
559 

Nuclear magnetic resonance, 
structure refinement, 
NOE restraints, 559 

Nuclear magnetic resonance 
studies, of uteroglobin 
fragments, 773 

Nuclear Overhauser effect 
(NOE) spectroscopy, 1419 

2',5’-nucleic acids, 1637 

Nucleic acid 
photoconductivity, 921 

Nucleic acid semiconductivity, 
921 

Nucleic acids, 337 

Nucleic bases, 941 


Oligoglycines, 541 

Oligonucleotide—drug complex, 
599 

Oligopeptides, 663 

Oligosaccharide, 11, 21, 1079 
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Optical polarizabilities, 1543 

Optical properties, 1543 

Optical rotation, 1395 

Orientation, of agarose gels in 
reversing electric fields, 
1259 

Oriented DNA, 1605 

Osmolyte, 1015 

Overlap concentration of PEG, 
555 

Oxidation, 1563 


PAQMD, 941 

Parallel DNA double helix, 
containing 
pseudorotational 
symmetry, 1573 

Parallel nucleic acid helices, 
molecular structures of, 
1573 

Parallel RNA double helix, 
containing screw 
symmetry, 1573 

Parametrization, 941 

Partial molar adiabatic 
compressibility, 541 

Partial molar expansibility, 541 

Partial molar volume, 541 

Partitioning of solutes, 
treatment of by Flory- 
Huggins theory, 315 

Pectic acid fragment, 457 

PEG, 555 

Pentapeptides, 217 

Peptide antigen, 2-D NMR 
study of conformational 
differences between cis 
and trans proline isomers 
of, 1221 

Peptide conformation, 75, 1243 

Peptide conformation in 
solution, 869 

Peptide design, 1243 

Peptide libraries, amino acid 
analysis of, 1681 

Peptide libraries, equimolarity 
of, 1681 

Peptide secondary structure, 
611, 1449 

Peptide structure, 1139 

Peptide synthesis, 1553 

Peptides, 969, 1409 

PGSE (pulsed field gradient 
spin-echo), 1605 
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pH, 293 

PH titration studies, of Asp- 
and phosphoserine- 
containing polyelectrolyte 
proteins, 507 

Phase transition, 555 

Phase transitions, 1543 

Phosphophoryn, 1359 

Phosphophoryn, pH folding 
effects and structural 
organization, 507 

Photoinduced electron 
t¥ansfer, 435 

Photon correlation 
spectroscopy, gellan and 
agarose gels, 371 

Photophysics of biomimetic 
systems, 435 

Photophysics of 
porphyrin-naphthalene 
pairs, 435 

Pilus, 2-D NMR study of 
C-terminal fragment of 
Pseudomonas aeruginosa, 
1221 

Point defects, 1409 

Point mutation, 1145 

Poisson—Boltzmann (PB) 
calculations, 227 

Poisson—Boltzmann (PB) 
methodology, 443 

Poly(I) and poly(G), self- 
association and ribose 
conformation, 91 

Poly-L-lysine, 1123 

Poly(L-lysine) carrying donor- 
acceptor pairs, 435 

Poly-L-proline II, 1123 

PolyA.polyU, 61 

Polyacrylamide gels, electric 
birefringence of, 1259 

PolydA.polydT, 61 

Polydisaccharide, 1543 

Polyelectrolyte behavior, of Ca 
and Mg 
polygalacturonates, 1059 

Polyelectrolyte theory, 1605 

Polyelectrolyte theory, the 
Poisson—Boltzmann 
cylindrical cell model, 897 

Polyene antibiotics, 
aggregation of, 447 

Polyethylene glycol, 555 

Polygalacturonic acid, 


interactions with 
magnesium and calcium 
ions, 1059 

Polyion-small ions 
interactions, Na- and 
Li-DNA, 1275 

Polymer, elastic protein-based, 
889 

Polynucleotide conformations, 
an infrared study, 1105 

Polypeptide, 347 

Polypeptide conformation, 51 

Polypeptide, containing 
side-chain pyridyl ligands, 
copper complex formation 
of, 701 

Polyribonucleotides, 1099 

Porcine phospholipase A,, 
fragments of, 647 

Pore-lining M2 helix, of 
nicotinic acetylcholine 
receptor, 1647 

Porphyrin-naphthalene pairs 
bound to poly(L-lysine), 
435 

Porphyrins, 1099 

Potential energy surface, 1395, 
1403 

Potential of mean force, 75 

Preferential interaction, 1015 

Product distribution, 1563 

Protein composition, and 
condensation of DNA, 285 

Protein crystallites, in spider 
dragline silk, 1089 

Protein-denaturant 
interaction, 261 

Protein folding, 969 

Protein folding, theoretical 
study of, 489 

Protein polymer, modeled on 
silk and fibronectin, 1049 

Protein-protein interfaces, 933 

Protein stabilization during 
lyophilization, 365 

Protein trehalose interactions, 
957 

Pseudomonas aeruginosa, 2-D 
NMR study of a peptide 
antigen from the receptor 
binding domain of, 1221 

Pseudorotation dynamics, 383 

Pseudo type II 8-turn, 1517 


Pulsed field gel electrophoresis 
(PFGE), 187 

Purines, amplitude of local 
angular motion in DNA in 
solution, 463 


Q-methylhomoserine, as 
methionine mimicking 
residue, 1 

Quadrupolar nuclei, 1605 

Quadrupolar nuclei, NMR of, 
691 

Quenching of excited 
naphthalene, 435 


Racemization, 1553 

Raman, 1065 

Raman and infrared spectra of, 
polyinosinic acid and 
polyguanylic acid in 
aqueous solution, 91 

Reaction pathway, 347 

Reaction rates, relative, 1681 

Receptor selectivity, 1231 

Recombinant amelogenins, 
1339 

Recrystallization inhibition, 
1495 

Redox-active bis-cysteinyl 
peptides, 1553 

Residue clustering, 321 

Restrained molecular 
dynamics, 39 

Retro-bombolitin I, 1535 

Reversing electric fields, 
orientation of agarose gels 
in, 1259 

RNA, 61, 1637 

Rotational dynamics of DNA 
in solution, 463 

RXVRG endoprotease, 1419 


Saccharomyces cerevisiae, 679 

Saccharomyces cerevisiae, 709 

Scanning microcalorimetry, 
1123 

Selectin, 21 

Sequence replacement studies, 
1145 

Shape complementarity, 933 

Sialic acid, 11 

Side-chain regularity, 1409 

Silk, crystal structure and 
morphology of a silk-like 
polypeptide, 1049 





Simulated annealing, 611, 987, 
1449 

Single-crystal X-ray diffraction 
of a, 1463 

Small ions, 393 

Sodium binding, 1311 

Sodium dodecyl] sulfate 
micelles, conformational 
effects on uteroglobin 
fragments, 773 

Sol-gel transition, induced by 
divalent caitons, 737 

Sol-gel transition, of ionic 
polysaccharides, 737 

Solid state NMR, observation 
of cell wall glucans by, 1627 

Solitary wave, 143 

Solute partitioning, treatment 
of by Flory-Huggins 
theory, 315 

Solutions and thin films, of 
alpha helix biopolymers, 
805 

Solvation, 1015 

Solvent denaturation, 1015 

Spectroscopic study of a DNA 
binding ligand in the DNA 
region of the spectrum, 
1583 

Spermine/DNA interactions 
studied using a model 
compound, anthracene-9- 
carbonyl-N' spermine, 
1583 

Spider dragline silk, 
microstructural 
characterization by 
analytical transmission 
electron microscopy, 1089 

Stable 6-sheet structure, 663 

STE2 receptor protein, 679 

Steady-state fluorescence 
spectra, 435 

Streptococcus mitis J22, 1327 

Structure, 1637 

Studied with fluorescence 
depolarization method, in 
accordance with coil-to- 
helix transition or, 
aggregation of 
poly(L-lysine), due to 
the neutralization 
of charged side chain of 
poly(L-lysine), 101 


Substance P, 1449 

Succinylation of peptides, 
changes in helicity and 
activity induced by, 1251 

Supercoiled DNA, 565, 799 

Supercoiling energy, 799 

Superhelical DNA, 639 

Surface complementarity, 933 

Surfactant micelles, 1535 

Surfactin, 975 

Sweetness, 1037 

Symmetry principles, in 
nucleic acids, 1573 

synthesis, conformation and 
activity of, 1 

Synthetic helical peptide, 529 


Tachykinins, 1449 

Telomeric DNA, 1187 

Tetramer, dimer and monomer 
equilibrium in 
hemoglobin, 747 

Theory, of ethidium binding to 
DNA, of topoisomer ratios 
in the presence of 
ethidium, 849 

Thermal melting, 61 

Thermally activated barrier for 
scission (TABS) theory, 
1483 

Thermodynamics, 171, 1001 

Threading intercalation, 61 

Thymine tetrad, 1187 

Thymine-thymine pair, 1187 

Time decay fluorescence 
experiments, 435 

TIP, 5 opioid peptide 
antagonist, 1213 

Transferred NOE, 1125 

Transient absorption spectra, 
435 

Transient electric 
birefringence, 187 

Translational diffusion, 1079 

Trehalose, 957 

Tripeptide, D,L-alternating, 
1463 

Triple helix, 51 

Tropomyosin, chicken gizzard, 
1659 

Tropomyosin, denaturation of, 
1659 

Tropomyosin, helix—coil 
transition in, 1659 
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Tropomyosin, unfolding of, 
1659 

Trypsin digestion, 217 

Two-dimensional (2D) NMR 
spectroscopy, 155 

Two-dimensional NMR, 611, 
1449 

Two-dimensional NMR 
spectroscopy, 1419 

Type I 8-turn conformation, 
1291 

Type VI @ turn, 869 


Ultraviolet absorption, 1543 
Umbrella sampling, 347 
Undecapeptide, 1419 
Unfolded lysozyme, 217 
Unidirectional electric fields, 
187 
Unusual side-chain 
conformation, 1139 
Urethane linkage, 403 
Uteroglobin, fragments of, 
conformation of, 773 


Vacuum-uv CD spectra, of 
x-form of double-stranded 
poly(dA-dT), 299 

Vibrational circular dichroism, 
1115 

Vibrational Raman optical 
activity, studies of alanyl 
oligopeptide conformation 
in H,O and D,O solution 
as a function of pH and pD 
by, 303 

Vibrational spectroscopy, 
conformation of DNA, 
1105 

Virtual bond models, 109 


Water-soluble porphyrins, 1099 

Wet spinning method, 1605 

Wet spinning method, DNA 
fibers, 897 

Wet spinning method, oriented 
DNA, 897 


Xanthan, persistence length of, 
783 

Xanthan, secondary structure 
in solution, 783 

Xanthan, static light scattering 
by aqueous solutions of, 
783 
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Xanthan, temperature-induced 
dissociation, 783 

Xenopus laevis skin, 1419 

X-form DNA, 1469 

X-ray analysis, 1139 

X-ray crystal structure, 
cyclo(Pro-Gly)3: LiSCN 
complex, 1007 

X-ray diffraction techniques, 
273 

X-ray structure, 1243, 1595 


a-aminoisobutyric acid, 841 
a-factor, 709 
a-factor receptor protein, 679 


a-helical assembly, formation 
by biologically-active 
peptides, 481 

a-Helical cyclic peptides, 1231 

a-helix folding, 529 

a-helix stability, 647 

a-Helix, 6-turn and extended 
structure, 963 

B-Alanine, 1505, 1517 

B-bend, 403 

B-Conglycinin gels, 1303 

B-Conglycinin gels at acidic 
pH, 293 

B-sheet structure, 663 

6-spiral structure, 889 


B-Turns, 177 

6 Opioid peptide antagonist, 
conformational 
comparison with 
naltrindole, 1213 

6 Opioid peptide antagonist, 
receptor-bound 
conformatio J of, 1213 

6 Opioid peptide fntagonis 
theoretical conformational 
analysis of, 1213 

x-Opioid receptor, 1231 

u Opioid peptide agonist, 
theoretica¥ conformational 
analysis of, 1213 














